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BACKGROUND 3. Subgroups of CTCs are associated with serum PSA level, primary biopsy GS, the
. . . . risk of localised tumour and metastases.
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Fig. 1. Parsortix system overview and cassette design

RESULTS 4. Circulating megakaryocytes identification and association with better survival.
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Fig. 5. Representative IF/FISH images and nuclear
size of BigNeg cells. (A) One BigNeg cell (arrowed)
with a big and bright Nucleus and negative for CD45, CK
and VIM and two adjacent CD45+/VIM+ lymphocytes.

1. CTC isolation and identification in prostate cancer and healthy men.
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localised, progressive CRPC and healthy men. have CD34 expression with or without CD41

expression. (D) megakaryocytes were positive for

/

. - n - . . . . CD34 with or without CD41 staining while the
. - . . . . . . lymphocyte was negative for both CD34 and CD41.
Epithelial type,

n=25 4(16%)  4(16%)  5(20%)  7(28%)  1(4%)  4(16%) CONCLUS'ONS

EMTing type,

2. CTCs were confirmed by repeated FISH.

Table 1. Percentage of detected genetic
changes in sub-population of cells
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« The size-based system, Parsortix™, can efficiently harvest both CK+ CTCs and
CK-/Vimentin+/CD45- cells.

n=39 11(28%)  6(15%) 9 (23%) 8 (21%) 2 (5%) 3 (8%)

Fig. 3. Representative images from repeated  Mesenchymal type,

FISH analysis on one CK-/VIM+/CD45- CTC . 8(15%)  17(31%) 17(31%) 9(17%)  2(4%)  1(2%) * Genetic alterations were detected in a large proportion of VIM+/CD45- circulating cells,
(A) postimmunostaining. 1< round (B): AR indicating that Parsortix™ captures CTCs under EMT.

(red) and 6916 (green). 2" round (C): RP11; e gase 20 0w s 1w 3 « EMTing CTC counting correlated the best with metastases. Combination of EMTing
476D17 (red) and RP11-95121 (green). 3 ' CTCs and PSA greatly increase the accuracy of metastasis prediction.

round (D): C-MYC (red) and NKX3.71 (green).  cD45+cells, : . : :

4 round (F): RB1 (red) and PTEN (green). 5% ous Hoos 201 o6 1 o « Combination of circulating megakaryocytes and mesenchymal CTCs has great power to
round (F): CCND1 (red) and 16g22.1 (green). predict CRPC patient survival.
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